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SeaWulf overview

Available resources:

● 5 login nodes

● > 360 CPU compute nodes
○ 28 - 96 cores each
○ 128 GB - 3 TB RAM each

● 20 GPU compute nodes
○ 6 x 4 Nvidia K80
○ 2 x 2 Nvidia P100
○ 2 x 2 Nvidia V100
○ 11 x 4 Nvidia A100

More information: https://rci.stonybrook.edu/hpc/clusters/seawulf

https://rci.stonybrook.edu/hpc/clusters/seawulf
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NVwulf overview

Available resources:
● 1 login node
● 4 H200 Nodes (4-way): 4× NVIDIA H200 GPUs (141 GB HBM3e each), 64 CPUs, 

~750 GB host memory
● 4 H200 Nodes (8-way): 8× NVIDIA H200 GPUs (141 GB HBM3e each), 64 CPUs, 

~1500 GB host memory
● 11 B40 Nodes (4-way): 4× NVIDIA RTX PRO 6000 Blackwell GPUs (96 GB GDDR7 

each), 64 CPUs, ~512 GB host memory

More info: https://rci.stonybrook.edu/hpc/clusters/nvwulf

https://rci.stonybrook.edu/hpc/clusters/nvwulf
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What is Open OnDemand?

Open OnDemand (OOD) is an open-source web portal developed at the Ohio 

Supercomputer Center that allows HPC access from any device with an internet 

browser.
Screenshot from 2026-04-06 12-00-34.png

https://vimeo.com/showcase/4960657?video=825953856
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Getting access to SeaWulf and/or NVwulf

● If your PI has an existing project, submit a “new account request” ticket to 
https://iacs.supportsystem.com

● If no existing project, a Stony Brook PI may request one:
○ Brief project description
○ Estimate of expected computational resources & storage needed
○ List of any software required
○ Names and NetIDs of users who should have access

More information:

https://rci.stonybrook.edu/HPC/docs/accounts/requesting
https://rci.stonybrook.edu/HPC/faqs/getting-access-to-nvwulf

https://iacs.supportsystem.com
https://rci.stonybrook.edu/HPC/docs/accounts/requesting
https://rci.stonybrook.edu/HPC/faqs/getting-access-to-nvwulf
https://rci.stonybrook.edu/HPC/faqs/getting-access-to-nvwulf
https://rci.stonybrook.edu/HPC/faqs/getting-access-to-nvwulf
https://rci.stonybrook.edu/HPC/faqs/getting-access-to-nvwulf
https://rci.stonybrook.edu/HPC/faqs/getting-access-to-nvwulf
https://rci.stonybrook.edu/HPC/faqs/getting-access-to-nvwulf
https://rci.stonybrook.edu/HPC/faqs/getting-access-to-nvwulf
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Logging in with Open OnDemand

Point your browser to:

SeaWulf
https://sn-ood.seawulf.stonybrook.edu

NVwulf
https://nvwulf-ood.nvwulf.stonybrook.edu

Use your NetID credentials to log in.

SeaWulf

NVwulf

https://sn-ood.seawulf.stonybrook.edu
https://sn-ood.seawulf.stonybrook.edu
https://sn-ood.seawulf.stonybrook.edu
https://nvwulf-ood.nvwulf.stonybrook.edu
https://nvwulf-ood.nvwulf.stonybrook.edu
https://nvwulf-ood.nvwulf.stonybrook.edu
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Let’s log into OOD!
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Browsing apps
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Viewing and working with files
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Protein structure prediction w/ Alphafold 2 & 3
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What is llama.cpp on Open OnDemand?
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Quick Start: Launch in 4 Steps
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Interactive AI Chat
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CodeGeneration & Vibe Coding
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Document Summarization & Analysis
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Creative Writing & Content
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Working with Models
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Recommended Models
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Questions?
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